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Supplemental Methods
Denaturing sodium dodecyl sulfate-polyacrylamide gel electrophoresis (SDS-PAGE) and Western blot (WB) analyses
Transfected cells were lysed by 4% SDS and total protein content was measured using the bicinchoninic acid protein assay kit (Thermo Scientific, NY, US). Proteins from whole cell extracts were resolved using denaturing SDS-PAGE and analyzed by WB. Antibodies used in WB analyses include anti-CK1α (C-19) (sc-6477, Santa Cruz, CA, US), and anti-PP2A A subunit (PP2A/A; JH242; in house) [1] . Immunoblots shown in the accompanying figures are the representative of three independent experiments.
Real-time RT-PCR
RNA was isolated from LAMA84, LAMA84 ρ 0 , KU812 and KU812 ρ 0 cells with TRIzol Reagent (Life technologies, CA, US) and used to produce the first-strand cDNA with iScript cDNA Synthesis Kit (Bio-rad, CA). The cDNA was amplified via PCR using a SsoFast EvaGreen Supermix and CFX96 RT PCR system (Bio-rad, CA).The primers sets for human mitochondrially encoded NADH dehydrogenase 6 (MT-ND6) (5´-TAGGATTGGTGCTGTGGGTG-3' and 5´-TAATCATACAAAGCCCCCGC-3´ ), mitochondrially encoded cytochrome c oxidase II (MT-CO2) (5´-GATTGAAGCCCCCATTCGTA-3´and 5´-ACGATGGGCATGAAACTGTG -3') succinate dehydrogenase complex, subunit A, flavoprotein (Fp) (SDHA) (5´-AACTCGCTCTTGGACCTGGTTG-3´ and 5´-TCCGATGTTCTTATGCTTCCATCA-3´), and β-actin (5'-AAGGATTCCTATGTGGGCGACG-3' and 5'-GCCTGGATAGCAACGTACATGG-3'). The mRNA levels of MT-ND6, MT-CO2, and SDHA were quantified using a comparative CT method with β-actin levels for normalization.
Page3
Supplemental 7,XX,der(2)t(1;2)(q11;q13),add( 4)(q31),add(6)(q23),t(9;22)(q34; q11.2),+der (22) Notes: Serial replating assay using different CML and CB samples were performed under the same experimental conditions. Results shown are the percentage of the final number of colonies among total number of colonies plated. ND, no colonies detected. cells was seeded on day 1 and cell density was monitored every day for 6 days.
